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Methods: Using a semi-structured questionnaire, we con-
ucted a case-control study of risk factors for primary
DR-TB in San Juan de Lurigancho (SJL), a Lima district
ith the highest TB rates in Peru. Consecutive, consent-
ng TB cases (drug sensitive (DS) and primary MDR-TB cases)
ollowed in SJL clinics and randomly selected healthy com-
unity controls were enrolled. Questionnaire data were
nalyzed using Chi-square tests and logistic regression
omparing primary MDR-TB cases with DS-TB and healthy
ommunity controls.
Results: Sixty MDR-TB cases, 80 DS-TB and 80 commu-
ity controls enrolled. MDR-TB cases were signiﬁcantly more
ikely to have a household contact diagnosed with TB com-
ared with DSTB cases (OR 3.20 p = 0.003) and community
ontrols (OR 16.0 p < 0.0001) in the 3 years prior to their
wn diagnosis. While MDR-TB cases and DS-TB cases were
qually likely to have had a TB diagnosis in their work-
lace, 40% of MDR-TB cases reported being unsure if there
as a TB diagnosis at work in comparison to 20% of drug
ensitive TB cases (OR. 3.18 p = 0.006). Spending time in
ospitals or clinics, methods of transportation, visiting the
rison and geographic location within SJL were not statisti-
ally associated with MDR-TB. Further analyses are required
o conﬁrm the strength of the effect after considering poten-
ial confounders, however preliminary multivariate models
how that household and workplace contact with TB remain
igniﬁcant predictors of primary MDR-TB.
Conclusion: These results support ongoing community
ransmission of primary MDR-TB in SJL. Though a basic con-
act tracing program is in place for household contacts aged
15 years old and others are encouraged to present for care
f they develop symptoms, control measures in addition to
OTS are likely needed to stem community transmission of
rimary MDR-TB.
oi:10.1016/j.ijid.2010.02.1544
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oodborne Campylobacter infections have a low impact
n human health: A community-based cohort study in
ucatan, Mexico
.B. Zaidi 1,∗, F.D. Campos1, F. Martinez1, F. Gutierrez1, A.
olanco1, M. Leon1, S. Patzi-Vargas2, T. Estrada-Garcia2,
.J. Calva3
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CINVESTAV-IPN, Mexico City, Mexico
Instituto Nacional de Ciencias Medicas y Nutricion
‘Salvador Zubiran’’, Mexico City, Mexico
Background: In recent years, antimicrobial-resistant
ampylobacter has become a major public health concern.
here is a need for conducting community-based integrated
ood chain surveillance to determine the impact of resistant
ampylobacter on human health in highly endemic settings.
Methods: A 15-month cohort study was conducted in
uctzotz, a small, well-nourished, agricultural community
n Yucatan, Mexico. Household visits were performed twice
week to detect diarrheal episodes, collect fecal speci-
ens and give health education for 126 infants less than
years and 120 elders over 74 years. Ten samples each
f food-animal intestines and raw retail meat were tested
e
t
p
cternational Congress on Infectious Diseases (ICID) Abstracts
eekly. Isolates were speciated into C. jejuni, C. coli and
ampylobacter spp. and tested for antimicrobial suscepti-
ility according to standard methods.
Results: C. jejuni was most commonly found in chicken
ntestine (65% of samples) and chicken meat (29%), while
.coli was frequently recovered from swine and chicken
ntestine (45% and 30%) and their retail meats (23% and
7%). A total of 432 diarrheal episodes occurred in infants
nd elders, of which Campylobacter was the fourth cause
f bacterial diarrhea (4.4% of all episodes) after diar-
heagenic E.coli (13.4%), Salmonella (12.3%), and Shigella
5.3%). C. jejuni and C.coli were isolated with equal fre-
uency from human diarrheal samples. The annual incidence
f diarrhea of any etiology was 2.1 episodes/infant and
.7 episodes/elder. Annual incidence of Campylobacter-
ssociated diarrhea was 111 episodes/1000 infants and
3 episodes/1000 elders. Campylobacter- infected infants
resented more frequent vomiting and fever than those
nfected with Salmonella and Shigella (21%vs. 10% and 14%;
nd 43% vs. 18% and 38%), but less frequent bloody stools and
shorter duration of diarrhea than Shigella (21% vs. 50% and
vs. 8 days). None of the episodes resulted in dehydration or
ospitalization. Resistance rates in human C. jejuni isolates
ere 0% to gentamicin, 5% to erythromycin, 46% to tetracy-
line, and 68% to ciproﬂoxacin. For human C. coli isolates,
esistance rates were 0%, 10%, 14% and 48%, respectively.
Conclusion: Despite continuous exposure to Campy-
obacter, - including ﬂuoroquinoloneresistant strains, the
ncidence and health impact of symptomatic infections
n this community were relatively low; this suggests an
fﬁcient and persistent protective naturally-acquired immu-
ity. Although there is a general need for containing
ntimicrobial resistance in foodborne pathogens, efforts
hould focus on those with the greatest public health
mpact.
oi:10.1016/j.ijid.2010.02.1545
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ouri, St Louis, MO, USA
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The Johns Hopkins Bloomberg School of Public Health, Bal-
imore, MD, USA
Background: The efﬁciency of transmission of a pathogen
ithin families compared with that between unrelated per-
ons can affect both the strategies needed to control or
radicate infection and how the pathogen evolves. In indus-
rialized countries, most cases of transmission of the gastric
athogen Helicobacter pylori seems to be from mother to
hild. An alternative model, potentially applicable among
trac
v
P
p
t
c
s
r
n
H
S
c
b
m
m
c
c
l
o
r
r
p
L
s
m
d
2
P
m
p
A
G
I
T
A
1
b
2
b
3
4
U
5
p
e
m
w
t
2
2
m
a14th International Congress on Infectious Diseases (ICID) Abs
the very poor in developing countries, where infection
is more common and the sanitary infrastructure is often
deﬁcient, invokes frequent transmission among unrelated
persons, often via environmental sources
Methods: In the present study, we compared the geno-
types of H. pylori from members of shantytown households
in Peru to better understand the transmission of H. pylori in
developingcountry settings. H. pylori cultures and/or DNAs
were obtained with informed consent by the string test (a
minimally invasive alternative to endoscopy) from at least
one child and one parent from each of 62 families.
Results: The random ampliﬁed polymorphic DNA ﬁnger-
prints of 57 of 81 (70%) child-mother strain pairs did not
match, nor did the diagnostic gene sequences (>1% DNA
sequence difference), independent of the child’s age (range,
1 to 39 years). Most strains from siblings or other paired
family members were also unrelated.
Conclusion: These results suggest that H.pylori infec-
tions are often community acquired in the society studied.
Transmission between unrelated persons should facilitate
the formation of novel recombinant genotypes by interstrain
DNA transfer and selection for genotypes that are well suited
for individual hosts. It also implies that the effective preven-
tion of H. pylori infection and associated gastroduodenal
disease will require anti-H. pylori measures to be applied
communitywide.
doi:10.1016/j.ijid.2010.02.1546
21.005
Etiology of childhood pneumonia in Tacloban, the Philip-
pines
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1 Tohoku University Graduate School of Medicine, Sendai,
Japan
2 Research Institute for Tropical Medicine, Manila, Philip-
pines
3 Research Center for Emerging and Re-emerging Infections,
Manila, Philippines
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Background: Pneumonia kills 3 milion children annu-
ally, but considered as ‘‘The Forgotten Killer of Chil-
dren’’(UNICEF/WHO). Our previous study showed the
presence of human metapneumovirus and human bocavirus
among Filipino children with inﬂuenza-like illness. But their
clinical importance, in line with other common respiratory
viruses, is yet to be elucidated. On the other hand, bac-
terial may be another important pathogens in those age
groups. This study is to elucidate the causative agents of
sever pneumonia among children in the Philippines.
Methods: From May 2008 to May 2009, 891 patients, who
fulﬁlled diagnosis of severe pneumonia by Integrated Man-
agement of Childhood Illness and visited outpatient clinic
in Eastern Visayas Regional Medical Center in Tacloban City,
Leyte, were enrolled. Two nasopharyngeal swabs were taken
from patient; one swab for rapid antigen detection for
inﬂuenzavirus A and B (BD Flu Examen, BD Japan) and RS
g
a
(ts e27
irus (BD RSV Examen, BD Japan), and the other swab for
CR targeting common respiratory viruses. Sequencing was
erformed for conﬁrmation of PCR result as well as geno-
yping of the viruses. Blood culture was performed for all
ases, and drug sensitivity test was done for all isolates.
Results: The number of cases peaked in October, the rainy
eason in the Leyte. 57% were aged under one year-old. 86%
ecovered, but 8.5% died during hospitalization. The rhi-
oviruses were the most common virus (HRVA:16%, HRVB:3%,
RVC11%), followed by RS virus (RSV-A:24%, RSV-B:0.6%).
easonal inﬂuenzaviruses, Human metapneumovirus, human
oronaviruses, human WU/KI polyomovirus, and human
ocavirus were detected. The mean age for HRVB was 8
onth-old and that of RSV-A was 10 month-old. S. pneu-
oniae, H. inﬂuenzae, S. aureus, and Salomonella were
ultured from blood. Viral pathogens detected from fatal
ases were proportional to that among over all study popu-
ation. One fatal case was positive for MRSA and RSVA. None
f those pathogens had statistical association with wheeze,
espiratory distress, or outcome (survived / died) in logistic
egression.
Conclusion: Rhinovirues and RSV may be the two major
athogens account for severe pneumonia among children in
eyte. We may need another integrated strategy in order to
ave children below 6 month, who should have protected by
aternal antibody.
oi:10.1016/j.ijid.2010.02.1547
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Background: WHO recommends that introduction of
neumococcal conjugate vaccine is accompanied by dis-
ase surveillance. Surveillance for pneumonia, sepsis and
eningitis has been established in rural Gambia and 7PCV
as introduced in August 2009. Methods: In and outpa-
ient surveillance among a population of 148,000 began May
008 following pilot surveillance which began September
007. 24/7 surveillance for suspected pneumonia, sepsis and
eningitis involves those aged ‘‘2 months. Suspected cases
re conﬁrmed by clinicians followed by standard investi-
ations. Pneumococcal isolates are serotyped using latex
gglutination.
Results: From May 2008 until March 2009, 1463 cases
1225 < 5 years, 238≥ 5 years) of suspected pneumonia, sep-
